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The pandemic of COVID-19, caused by the coronavirus, SARS-CoV-2, has had a global
impact not seen for an infectious disease for over a century. This acute pandemic has
spread from the East and has been overlaid onto a slow pandemic of metabolic diseases
of obesity and diabetes consequent from the increasing adoption of a Western-lifestyle
characterized by excess calorie consumption with limited physical activity. It has become
clear that these conditions predispose individuals to a more severe COVID-19 with
increased morbidity and mortality. There are many features of diabetes and obesity that
may accentuate the clinical response to SARS-CoV-2 infection: including an impaired
immune response, an atherothrombotic state, accumulation of advanced glycation end
products and a chronic inflammatory state. These could prime an exaggerated cytokine
response to viral infection, predisposing to the cytokine storm that triggers progression to
septic shock, acute respiratory distress syndrome, and multi-organ failure. Infection leads
to an inflammatory response and tissue damage resulting in increased metabolic activity
and an associated increase in the mechanisms by which cells ingest and degrade tissue
debris and foreign materials. It is becoming clear that viruses have acquired an ability to
exploit these mechanisms to invade cells and facilitate their own life-cycle. In obesity and
diabetes these mechanisms are chronically activated due to the deteriorating metabolic
state and this may provide an increased opportunity for a more profound and sustained
viral infection.
Keywords: diabetes, obesity, COVID−19, SARS-CoV-2, pandemic (COVID-19)

The current global pandemic is the third epidemic of a major severe acute respiratory syndrome
(SARS) caused by a coronavirus this century. The initial SARS epidemic in 2002 affected 29
countries, primarily in the far east, with 8,098 cases and 774 fatalities (1). This was followed 10 years
later by the Middle-East Respiratory Syndrome (MERS) in 2012 that affected 27 countries, mainly
in the middle-east, with 2,494 cases and 858 deaths (1). Seven years later another coronavirus,
SARS-CoV-2, closely resembling SARS-CoV-1, originated in China in late 2019 but has since spread
to 213 countries and as of early August 2020 there have been over 20 million cases worldwide
with three-quarters of a million deaths (www.worldometers.info/coronavirus/). As such this is the
first coronavirus to have a major impact on Western countries. In contrast to many places in
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confirmed and similar associations were then also observed
with obesity (11) A meta-analysis of 6 studies from China, that
included 1,527 confirmed cases with SARS-CoV-2 infections,
found a prevalence of diabetes among the patients of 9.7%
compared to a prevalence within the general Chinese population
of 10.9% (12) and an audit of 146 patients hospitalized with
COVID-19 in Padova in Italy observed a prevalence of 8.9%
(95% CI 5.3–14.6) compared to a prevalence of 11.0% in the
same region (13). These preliminary reports would suggest that
subjects with diabetes have no increased susceptibility to being
infected; however, such conclusions are premature as there are
many confounding issues that are yet to be examined including
patients with obesity or diabetes being more likely to stay at
home during such epidemics, being less mobile, have fewer
social contacts and hence may have less exposure to the virus.
Furthermore, the question of whether pre-existing diabetes or
obesity predispose to acquiring an infection with SARS-CoV2 is not possible to assess from reports of incident cases that
depend considerably on the existing testing regimes which have
varied greatly as the pandemic has developed and across different
countries. If these conditions increased the severity of symptoms
then there could be ascertainment bias in testing and detection
of cases. Whether these preconditions predisposed to infection
will only be answered when serological studies, monitoring the
presence of viral antibodies in populations, have been completed
with appropriate consideration for all confounding issues.
In contrast to the uncertainty regarding potential effects on
the risk of infection, it is now clear that pre-existing diabetes
and/or obesity have profound effects on the subsequent course
of disease with many consistent reports of strong associations
with morbidity and mortality. In the original outbreak in
Wuhan it was observed that diabetes was associated with a
higher risk of severe pneumonia, release of tissue injury-related
enzymes, excessive uncontrolled inflammatory responses, and a
hypercoagulable state (14). A report from the Center for Disease
Control and Prevention in China, summarizing findings from
72,314 cases, observed that the overall case fatality rate was 2.3%,
but for cases with diabetes the fatality rate was 7.3% (15). A review
of hospital records of 1,099 patients in China found that the
overall prevalence of diabetes was 7.4%; however, in those who
required intensive care or mechanical ventilation or who died the
prevalence was 26.9% compared to a prevalence of 6.1% in those
without these indications of severe disease (16). A similar review
of patient charts in Italy found that of 355 deaths 35.5% had preexisting diabetes (6). A review of 5,279 confirmed infections at a
single Medical Center in New York observed that overall 22.6%
had pre-existing diabetes, but in those not requiring hospital
admission only 9.7% had diabetes compared to 34.7% of those
admitted (17). An initial assessment of co-morbidities among
affected cases in the USA by the Center for Disease Control found
that of 7,162 cases with full records overall 10.9% had diabetes
but the prevalence was only 6% of those not requiring hospital
admission compared to 24% of those requiring admission and
32% of those subsequently admitted to Intensive Care Units
(ICU) (18). A study of 1,158 patients admitted to hospital in
Kuwait, of which 104 needed ICU care, found the prevalence
of diabetes to be 23.4% and in a multivariate analysis diabetes

Asia, Africa, and South America, over the last century most
infectious diseases have become well-controlled in the West.
However, growing epidemics of chronic diseases linked to
lifestyle, such as cardiovascular disease, obesity and diabetes,
that first became apparent in the West, have now spread to
other regions of the world that have adopted a Western lifestyle
and have slowly become global pandemics. The obesity and
diabetes epidemics are also now prevalent in the Middle East
and in the East; a cross-sectional survey of 170,287 participants
in China in 2013 estimated that 47% of the adult population
had either diabetes or prediabetes (2), The SARS-CoV-2 is the
first acute pandemic in which an infectious disease from the East
has collided with the slow pandemic of chronic lifestyle-related
conditions from the West with severe consequences.
In contrast to the previous coronavirus epidemics, SARSCoV-2 has spread more widely because its transmission has been
facilitated by being highly contagious, in combination with a
long latency period and large numbers of asymptomatic carriers
(3). The SARS-CoV-2 virus results in a disease, COVID-19,
that in some individuals can progress from a mild respiratory
infection to a generalized inflammatory state, acute respiratory
distress syndrome (ARDS) and ultimately multi-organ failure
(MOF) associated with a high mortality rate (4). There are now
seven coronaviruses that have spread to humans with HCov229E, HCoV-OC43, HCoV-NL63, and HCoV-HKU1 thought to
be responsible for around 30% of cases of the common cold
(5). In around 80% of individuals, infection with SARS-CoV2 can similarly result in mild or no discernible symptoms, but
in around 20% of those infected COVID-19 can progress to
severe outcomes with a high risk of mortality. The risk of severe
disease is greatly enhanced by co-morbidities; the most common
co-morbidities conferring the greatest risk are the chronic
conditions associated with a Western-lifestyle; cardiovascular
disease, obesity, and diabetes (6). A Western lifestyle is
characterized by increased consumption of energy-dense foods
and reduced physical activity leading to metabolic dysregulation
with the global incidence of diabetes estimated to be some 463
million people in 2019 (7). The enforced stay-at-home/shield-inplace orders, that became almost universal, potentially resulted in
reduced physical activity, altered nutritional intake and increased
stress levels; all factors that could aggravate these conditions. In
addition, reduced sun-light exposure and consequently reduced
Vitamin D, reducing its anti-inflammatory actions (8) could
also potentiate insulin-resistance (9). Indeed, using a simulation
model that was created using glycemic data measured during
previous disasters in India, with a similar impact to the current
lockdown, it was predicted that after 45 days of lockdown
glycemic control would deteriorate in patients with diabetes with
a 3.68% increase in HbA1c (10).

OBESITY, DIABETES EFFECTS ON
COVID-19 RISK, AND SEVERITY
That the metabolic disorder of diabetes was associated with
COVID-19 was reported during the original outbreak in China
and as the epidemic spread to Italy and the USA this was
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OBESITY, DIABETES AFFECT THE HOST
RESPONSE TO SARS-COV-2

increased the risk of need for subsequent ICU with an OR 5.49
(CI 3.13, 9.65) (19).
There have also now been several meta-analyses of the many
studies documenting the effects of diabetes and obesity on the
severity and outcomes of COVID-19. A meta-analysis including
data from 31 studies with a total of 6,104 cases found that cases
with pre-existing diabetes had an OR of 2.61 (CI 2.05, 3.33) for
developing severe COVID-19 compared to cases without diabetes
(20). Another meta-analysis of 14 studies including 4,659 cases
from China and USA with a prevalence of diabetes of 23.8%
found that pre-existing diabetes increased the risk of death with
OR 2.0 (CI 1.7, 2.3) (21). A larger meta-analysis including 33
studies with 16,003 cases found a prevalence of diabetes overall of
11.2%, but sub-group analysis revealed a prevalence of 10.5% of
cases in China and 19.3% of cases outside of China (mainly USA):
diabetes increased the risk of severe disease with OR 2.75 (CI
2.09, 3.62) and death with OR 1.90 (CI 1.37, 2.64) (22). A further
meta-analysis of 30 studies with 6,452 cases found that diabetes
increased the risk of severe COVID-19 with OR 2.45 (CI 1.79,
3.35), of ARDS with OR 4.64 (CI 1.68, 11.58) and of death with
OR 2.12 (CI 1.44, 3.11) (23). When all of these outcomes were
combined in an analysis of composite poor outcome, diabetes
increased the risk with OR 2.38 (CI 1.88, 3.03) and a subgroup
analysis revealed the risk was stronger in the younger cases with
median age <55 years-old (RR 3.48) compared to older cases ≥55
years-old (RR 1.92) (23).
Associations between obesity and severity of COVID-19 or
mortality have similarly been consistently reported. An audit of
124 patients admitted to ICU in France observed that among
patients with COVID-19, obesity (BMI >30–<35 kg/m2 ) and
severe obesity (BMI >35 kg/m2 ) were more prevalent than
in control patients admitted to ICU for other causes: 47.6 vs.
25.2% and 28.2 vs. 10.8%, respectively, and those requiring
invasive mechanical ventilation were also more obese (24). In
a multivariate analysis of hospitalized patients in Kuwait, the
risk of requirement for ICU was increased in the obese OR 2.7
(CI 1.17, 6.20) and those with morbid obesity (BMI >40) OR
3.95 (CI 1.0–15.2) (19). A similar study from New York that
included 1,331 hospitalized COVID-19 patients, of whom 431
were admitted to ICU, found that the association with obesity
was only evident in younger patients <60 years old with a higher
risk of ICU admission for those with obesity (OR 1.8, CI 1.2,
2.7) and severe obesity (OR 3.6, CI 2.5, 5.3) compared to patients
with a BMI <30 (25). An observational study of 20,133 patients
admitted to 208 hospitals across the UK found that obesity
increased the risk of death OR 1.33 (CI 1.19, 1.49) (26).
These observations are consistent with the long-known effects
of obesity and diabetes on the severity and prognosis of
infections. Influenza is often more severe and more often results
in pneumonia in subjects with diabetes (27, 28). Following the
influenza pandemic due to the H1N1 virus in 2009 obesity
was recognized as a risk factor for hospitalization, the need for
mechanical ventilation and death (29, 30). Plasma glucose and
pre-existing diabetes were reported to be independent risk factors
for morbidity and mortality in the original SARS epidemic in
2002 (31) and diabetes was strongly associated with mortality in
the MERS epidemic in 2012 (32).
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The metabolic derangements associated with obesity and diabetes
have multiple effects on how the body responds to viral infections
that could impact on the course of the disease. The most
fundamental effect, that underpins the generalized increased
predisposition to all infections, is the compromised immune
system that is secondary to the metabolic derangements in
obesity and diabetes. Interestingly, just a few years ago, as the
health problems associated with a Western lifestyle spread to
tropical regions, it was prophesized that this would pose a
large threat for subjects with diabetes who contracted infectious
diseases (33). With SARS-CoV-2 this threat is no longer confined
geographically but has now become a global reality. Many
aspects of the innate and adaptive immune systems are impaired
in diabetes and obesity including inappropriate T-cell action,
impaired natural killer cell activity, phagocytic cell dysfunction,
inhibition of neutrophil chemotaxis, and defects in complement
action (34–37). The compromised immune system in subjects
with diabetes results in impaired responses to many of the stimuli
activated during infections (38). Another potential consequence
of the impaired immune cell function is that viral clearance
could be reduced. A recent report measuring the interval between
hospital admission and two negative tests for SARS-CoV-2
RNA, at least a day apart, found some evidence that there
was delayed viral clearance in patients with diabetes (39). In
addition, they found evidence that the use of glucocorticoids
could also delay viral clearance (39) which is significant as
glucocorticoids are frequently used for patients with ARDS
(40). Indeed, glucocorticoid use is known to impair glycaemic
control (41) and has been reported to reduce angiotensin-(1-7)Mas receptor expression (42). However, although glucocorticoid
use has been advised against in patients with COVID-19 (43)
this advice has been questioned with a suggestion that low-tomoderate dose glucocorticoid could still be beneficial in treating
critically ill patients with COVID-19 (44). Critical illness is
associated with corticosteroid insufficiency (45) and there are
cogent arguments for the use of glucocorticoids in critically ill
patients (46) especially for treating ARDS (47). Consistent with
this glucocorticoid treatment was found to reduce mortality in
critically ill patients with SARS (48). A recent report confirmed
similar findings in patients with COVID-19: in 2,014 patients
randomized to receive dexamethasone, 28-day mortality was
unaffected in subjects receiving no respiratory support but was
reduced in critically ill patients receiving oxygen without invasive
mechanical ventilation and was even more reduced in those
receiving invasive mechanical ventilation (mortality rate ratio,
0.64; 95% CI, 0.51–0.81) (49). The compromised immune system
in subjects with diabetes also increases susceptibility to potential
secondary bacterial infection in the lungs (50).
Both obesity and type 2 diabetes are associated with
chronic low-grade inflammation. Excess calorie intake results
in a stimulation of pancreatic β-cell insulin secretion with
the increase in oxygen consumption resulting in cell stress
and mild inflammation. The insulin promotes glucose uptake
and enlargement of adipocytes that in turn causes activation
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and recruitment of resident macrophages in adipose tissue.
The adipocytes and macrophages then release more of a
variety of proinflammatory cytokines and chemokines (including
interleukin-1 (IL-1), IL-6, IL-8, monocyte chemoattractant
protein-1 (MCP-1), C-reactive protein (CRP)) and less antiinflammatory cytokines and adipokines (including IL-4, IL-10,
IL-13, and adiponectin) (51, 52). These factors can then aggravate
insulin-resistance leading to increased pancreatic insulin release
and establish a vicious cycle. In subjects with obesity and
diabetes the chronic low-grade inflammatory state could then
aggravate the inflammatory response to SARS-CoV-2 infection
and precipitate the hypersensitivity state and cytokine storm that
can lead to pneumonia, ARDS and ultimately MOF observed
in severe COVID-19 cases (16, 53, 54). Consistent with this,
higher levels of IL-6, CRP and fibrinogen were observed in
COVID-19 patients with diabetes compared to those without
(14). The cytokine storm is part of an evolutionary conserved
stress response preparing the body for a severe insult (55) with
activation of the hypothalamic-pituitary-adrenal (HPA) axis (to
produce cortisol), the sympathetic nervous system (to generate
catecholamines), a tissue defense response and an acute-phase
reaction, to generate pro-coagulant factors, in preparation for
tissue damage.
Insulin-resistance, obesity, and diabetes promote an
atherothrombotic state due to a disturbance in the balance
of factors regulating coagulation and fibrinolysis with an increase
in many clotting factors (such as tissue factor and fibrinogen)
and adhesion molecules (such as P-selectin), a reduction in
anticoagulant proteins (such as antithrombin) and a reduction
in fibrinolysis due to an increase in plasminogen activator
inhibitor type-1 (PAI-1) (56, 57). These factors could increase
the likelihood of the development of endothelial dysfunction
and platelet aggregation promoting the formation of occlusive
thrombus in the heart and lungs in COVID-19 patients with
diabetes. In patients with COVID-19 however there are increased
levels of fibrinogen, CRP, and D-dimer (14, 58), with elevated
D-dimer levels being a risk factor for mortality (53) these
findings indicate that there appears to be an increase not
only in coagulation but also in fibrinolysis. An imbalance or an
impairment of coordination between coagulation and fibrinolysis
appears to be responsible for much of the pathology observed
in COVID-19 (59). The dysregulation of the system in subjects
with obesity and diabetes could then exacerbate the effects of
COVID-19 (60). Indeed, lung, heart, and brain damage appear
to be common pathological findings in COVID-19 associated
with fibrotic clots and disseminated intravascular coagulation
(61, 62).
Severe obesity is associated with restrictive lung function
with decreased expiratory reserve volume, functional capacity,
and respiratory system compliance. These factors can complicate
the clinical management of obese COVID-19 patients and in
subjects with excess abdominal adipose tissue the diaphragmatic
excursions are compromised and this can make assisted
ventilation more problematic (63).
Diabetes and hyperglycaemia are accompanied by an
accumulation of advanced glycation end-products (AGEs) that
interact with a specific cell surface protein, the receptor for

Frontiers in Endocrinology | www.frontiersin.org

AGEs (RAGE). This has subsequently been found to be a pattern
recognition receptor (PRR) that also recognizes pathogenassociated molecular patterns (PAMPs) from microorganisms,
as well as danger-associated molecular patterns (DAMPs)
released by stressed or damaged cells and play a key role in
the inflammatory response (64). Although RAGE is normally
expressed at low levels in most tissues and increased during
inflammation, it is expressed at high levels in Type I and Type II
alveolar epithelial cells (AT1, AT2) in the lung and appears to be
a critical mediator of the pulmonary inflammatory response (65).
In addition, it has been shown that activation of the Angiotensin
II receptor 1 (AT1R) by Angiotensin II (AngII) can transactivate
RAGE and that this mediates the subsequent inflammatory
response (66). It has been suggested that RAGE may aggravate
the inflammation and coagulation observed in COVID-19 (67)
and contributes to the lung pathology (68). Infection with
SARS-CoV-2 perturbs the renin–angiotensin system favoring
AT1R activation (see below) and hence potentially transactivating
RAGE, which is also activated by accumulated AGEs in patients
with diabetes, aggravating the inflammatory and fibrotic response
and promoting lung damage.
In addition to the general effect of inflammatory cytokines
aggravating insulin-resistance, it had previously been reported
that the SARS-CoV-1 receptor, which is the same receptor used
by SARS-CoV-2, was abundantly expressed in the pancreas and
that a proportion of patients with SARS developed transient
diabetes during the course of the disease (69). This suggests
that infection with SARS-CoV-2 could lead to a deterioration in
metabolic control via a number of mechanisms and the metabolic
derangements could, in turn, promote a more severe disease; this
could be a particular problem in patients with obesity and those
with type 2 diabetes who have residual pancreatic function in
whom metabolic perturbations were already present.

OBESITY, DIABETES, AND THE VIRAL
PATHWAY
In addition to the many established mechanisms whereby
metabolic disorders could promote a more severe clinical
response to SARS-CoV-2; the emerging evidence, uncovering
how the virus infects cells, has indicated many further links to
endocrine and metabolic controls. This has raised the prospect
that obesity and diabetes could promote the course of the
viral infection within the body. In order to enter and infect
host cells the virus appears to have hijacked mechanisms that
have evolved to ingest and degrade foreign material; with
SARS-CoV viral entry occurring mainly by endocytosis via the
endosomal/lysosomal route (70)(Figure 1).

Angiotensin Converting Enzyme 2 (ACE2)
The initial attachment of SARS-CoV-2 virus to cells has been
reported to be mediated by ACE2, a transmembrane protein
known to be important in the renin-angiotensin system (RAS)
(71, 72). There are two immediate implications: the pattern of
expression of ACE2 may determine the tissues in the body that
are most affected by infection and secondly the virus may perturb

4

September 2020 | Volume 11 | Article 582870

Holly et al.

Obesity, Diabetes, Covid-19

FIGURE 1 | SARS-CoV-2 viral entry to host cell pathway. The SARS-CoV-2 virus attaches to host cell surfaces via specific receptors, ACE2 and CD147, via spike
protein (S1) projecting from the viral envelope. The spike protein first has to be “primed” by proteolytic cleavage by TMPRRS2 which can also cleave ACE2 resulting in
shedding of the ectodomain. In contrast to TMPRSS2, which facilitates virus binding, ACE2 can also be cleaved by ADAM17, which prevents viral binding and results
in shedding of the ACE2 ectodomain that can still bind to SARS-CoV-2 and act as a decoy receptor reducing viral infection. The entry of the virus is facilitated by the
protein chaperone, GRP78 that also binds to the spike protein. Metabolic stress in the host cell results in upregulation of GRP78 and its translocation to the cell
surface. On the cell surface ACE2, CD147, GRP78, TMPRSS2, and ADAM17 all cluster within organized cholesterol-rich domains called lipid rafts and together can
enable viral entry via endocytosis. Viral replication within the cell can also be facilitated by GRP78.

the normal function of RAS which could impact the course of
the disease. Two forms of ACE2 are found in the body, the fulllength transmembrane form and a soluble form generated by
proteolytic shedding of the extracellular domain of ACE2. The
normal enzyme function of ACE2 is to degrade AngII to Ang(1-7) and to a lesser extent AngI to Ang-(1-9); this in effect then
opposes the action of ACE which converts Ang I to Ang II (73).
The RAS plays an important role in regulating vascular function,
blood pressure, and fluid and electrolyte balance. It comprises
a dynamic counter-regulatory system with Ang II, the product
of ACE, activating the AT1R to promote vasoconstriction, salt
and water retention, fibrosis, and inflammation whereas the
product of ACE2, Ang-(1-7) activates the G protein-coupled
receptor Mas-receptor (MasR) to stimulate vasodilation and antiinflammatory effects. The expression of ACE2 has been described
in a number of tissues including the heart, kidneys, pancreas,
and both type I and type II alveolar epithelial cells (ATI, ATII)
in the lungs (74, 75). In addition to its well-known role in the
cardiovascular system, the RAS also plays a critical role in lung
function and disturbances to the ACE/ACE2 balance can lead to
pulmonary disease. Knock-out of ACE2 in mice results in severe
ARDS (76). In addition, ACE2 was shown to play an important
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role in lung injury in mice infected with H5N1 (77) and also
infected with SARS-CoV-1 (78).
It has also become increasingly clear that ACE2 may play
an important role in metabolic regulation. Knock-out of the
ACE2 gene in mice resulted in a deficiency of pancreatic
insulin secretion that was partially countered by increased
glucose utilization in muscle (79, 80). Knock-down of ACE2
also compromises pancreatic function in obese mice (81). In
an experimental model in which a high-calorie diet induces
insulin resistance in mice, knock-down of ACE2 exaggerates
the insulin resistance by reducing glucose uptake into tissues
(82). Furthermore, overexpression of ACE2 improved glycaemic
control in a model of type II diabetes in mice (83). In addition
to SARS-CoV-2 directly infecting the pancreas via ACE2 and
causing transient diabetes (69) the interaction of the virus with
ACE2 could therefore have other effects to perturb the RAS and
further compromise metabolic control.
The levels of ACE2 have been reported to be decreased in some
experimental models of diabetes (84) and the loss of the counterregulatory protective effects of the RAS has been speculated
to potentiate lung damage. However, other reports indicate
increased levels of ACE2 in the heart, liver, and lungs of mice with
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predicted to bind to human ACE2. This is often referred to as
S-protein priming. The S2 subunit is responsible for fusion of
the virus–ACE2 complex with the cell membrane. The enzyme
responsible for S-protein priming and SARS-CoV-2 entry has
been identified as TMPRSS2 and a clinically approved TMPRSS2
inhibitor, Camostat, markedly reduced viral entry into cultured
lung cells (102). Similar results were reported previously for
SARS-CoV-1 cell entry (103).
Expression of TMPRSS2 has been described in epithelial
cells across a variety of tissues including prostate, colon, small
intestine, pancreas, kidney, liver, and lung (104). It has been
most studied in the prostate where it is strongly upregulated
by androgens via an androgen-responsive promoter enhancer
in the TMPRSS2 gene (105). Interestingly, it has also been
reported to be upregulated on lung cells by both androgens
and glucocorticoids (106). The strong androgen dependence
of TMPRSS2 could contribute to the increased risk for men
with COVID-19 (107). In addition to cleaving the S-protein,
TMPRSS2 also cleaves ACE2 resulting in shedding of its
ectodomain creating a soluble form of ACE2. This then competes
with the normal shedding of ACE2 due to cleavage by the
cell surface protease a disintegrin and metallopeptidase domain
17 (ADAM17) also known as tumor necrosis factor-converting
enzyme (TACE) (108). Cleavage and shedding of ACE2 by
ADAM17 prevents the action of TMPRSS2 to facilitate viral entry
and in addition the soluble shed ACE2 can still bind to the viral
S-protein and hence can compete with cell surface binding and
protect tissues from infection acting as a decoy receptor (103).
Although, as described above, a loss of the counter-regulatory
protective effects of the RAS may enhance the damage in already
infected lungs.
Whether TMPRSS2 has a role in metabolic regulation has yet
to be investigated. The TMPRSS2 inhibitor, Camostat, has been
reported to correct some of the metabolic abnormalities present
in rats with diabetes and obesity (109), however, it is not clear that
these effects were specific to inhibition of TMPRSS2.

diabetes (85) and it has been suggested that this could make these
tissues more vulnerable to SARS-CoV-2 infection and contribute
to an increased risk of MOF in patients with diabetes. Evidence
from humans indicate that levels of ACE2 in urine are increased
in patients with type I diabetes (86) and type II diabetes (87) and
positively related to blood glucose and HbA1c levels (88). It is not
yet clear however, whether increased ACE2 in the urine is due to
increased shedding of ACE2 in the kidney or whether it reflects
increased circulating or systemic tissue levels. However, increased
serum levels of ACE2 have been reported in subjects with diabetes
and obesity (89). Expression of ACE2 in sputum cells has also
been reported to be increased in subjects with diabetes and
to be decreased in subjects using inhaled corticosteroids (90).
Furthermore, a Mendelian Randomization study indicated that
diabetes was causally related to increased ACE2 expression in
lung tissue (91). An increase in ACE2 expression was also recently
reported in the kidney of patients with diabetic kidney disease
(92) and in the liver of patients with diabetes and also subjects
with non-alcoholic fatty liver, which is prevalent in subjects with
prediabetes (93). The weight of evidence therefore suggests that
ACE2 levels are probably increased in various tissues in humans
with diabetes and as evidence from cell biology suggests this may
increase viral entry, this implies that infection with SARS-CoV-2
may be increased in tissues such as the lung, liver and kidney.
Following binding of SARS-CoV to ACE2, the complex is
endocytosed and proteolyzed resulting in reduced tissue levels
of ACE2 (94–96). Consistent with a down-regulation of ACE2,
increased levels of AngII have been observed in patients with
COVID-19 and these correlated with viral load (97). The
increased levels of Ang II, together with potentially reduced
levels of Ang-(1-7), would shift the balance of RAS actions
to pro-inflammatory, rather than anti-inflammatory, resulting
in increased lung damage as has been shown in experimental
models of SARS (76, 78). However, it has recently been reported
that expression of ACE2 can be upregulated by inflammatory
cytokines (98) and this has also been reported to occur in
airway epithelium (99). The chronic inflammatory state found
in diabetes and obesity could facilitate viral infection via such a
mechanism. In addition, insulin decreases expression of ACE2
(85, 100) suggesting that metabolic regulators could play an
important role in affecting viral entry and/or in altering the
inflammatory response by shifting the balance in the RAS. It has
also been reported that the virus itself could upregulate ACE2
expression suggesting a positive feed-forward loop to enhance
infection (101).

LIPID RAFTS
Viral entry depends on an interaction between the virus Sprotein and both ACE2 and TMPRSS2 on host cell surfaces
and this occurs within organized domains called lipid rafts that
are rich in cholesterol and sphingolipids; agents that disrupt
lipid rafts prevent SARS-CoV-2 viral entry (110, 111). Lipid
rafts were previously shown to play a role in SARS-CoV-1
infection (112), specifically that the interaction of SARS-CoV-1 Sprotein with ACE2 occurred within lipid rafts (113). Indeed, lipid
rafts have previously been implicated as important cell surface
domains for the entry of other viruses (114, 115). An increase in
cholesterol increases the availability of SARS-CoV-2 viral entry
points (111). As cholesterol levels increase with aging and with
metabolic disorders this could contribute to their associations
with the severity of COVID-19. In addition, 7-ketocholesterol
(7-KC) and 25-hydroxycholesterol (25-HC; a major circulating
metabolite of cholesterol), can replace cholesterol in lipid rafts,
disrupting their organization and these oxysteroids have been

THE TYPE II TRANSMEMBRANE SERINE
PROTEASE (TMPRSS2)
The virus interacts with ACE2 via a specific spike protein (Sprotein) projecting from its envelope. The S-proteins of SARSCoV viruses are typical class I viral fusion proteins that first need
to be cleaved by proteases to activate their fusion ability that
enables the virus to invade the host cell (70). The S protein is
cleaved into two subunits (S1 and S2); the S1 subunit is then
further divided into SA and SB domains, with the SB domain
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GLUCOSE-REGULATED PROTEIN 78
(GRP78)

reported to have anti-viral activity (116–119) including against
a porcine coronavirus (120). Inflammatory cytokines stimulate
the formation of 25-HC, which in turn, promotes adipose tissue
inflammation that is found in diabetes and obesity (121). The
targeting of cholesterol and lipid metabolism and distribution
has been proposed as a novel strategy for treating viral infections
(122). The need for clustering of ACE2 and TMPRSS2 within
organized domains in lipid rafts for viral entry could help
explain some of the seemingly discrepant reports that increased
ACE2 could facilitate infection, as described above, or actually
protect against infection (123). With ACE2 present as a soluble,
shed form that could act as a decoy-receptor and on cell
surfaces in raft and non-raft domains, the total abundance
may be less important than the localization and distribution
of ACE2.

A further important component in viral entry appears to be
GRP78. Molecular modeling predicts that the SARS-CoV-2 Sprotein should bind to GRP78 with high affinity (139). This
would be consistent with a previous report that GRP78 bound to
the S-protein of other coronavirus and was permissive for their
entry to host cells, including MERS-CoV and HKU9 (140). The
most well-established role of GRP78 is as a protein chaperone
that ensures the correct folding and assembly of proteins in the
endoplasmic reticulum (ER) and in the event of accumulation
of misfolded proteins aids their degradation or initiates the
unfolded protein response (UPR) or the ER stress response
(141, 142). The chaperone role of GRP78 acts not only in the ER
but also to chaperone proteins entering the cell via endocytosis
(143). As viral proteins are foreign to host cells, viruses that
acquired an ability to engage with host cell chaperones and
disrupt the process designed to degrade unrecognized proteins
would have gained a clear advantage. As such GRP78 binding
appears to be have been commonly acquired by many viruses to
not only ensure safe entry to host cells but also to facilitate viral
replication. When a cell starts to make new viral proteins, it is
an advantage for the virus if these are not immediately degraded.
Infection with Coxsackievirus A9 (CAV-9) causes clustering of
GRP78 with integrin receptors within lipid rafts on host cell
surfaces which together then facilitate viral entry (144). The
endocytosis of Zika virus is also facilitated by cell surface GRP78
(145). Similarly, GRP78 acts as a receptor for Dengue virus
and antibodies to GRP78 could inhibit infection (146). Denge
virus induces increased expression of GRP78 in host cells which
then acts as a chaperone to facilitate viral protein production
and viral replication (147). Similarly, Japanese Encephalitis Virus
not only employs GRP78 as a receptor for host cell entry but
also in facilitating viral replication (148). Although binding to
GRP78 appeared not to be required for the entry of Ebola virus
into host cells, it did play an essential role in viral protein
transcription (149).
While GRP78 belongs to the heat shock protein 70 (HSP70)
family, rather than being induced by heat shock it is induced
by metabolic stress and was named due to observations of its
induction by glycaemic stress (142, 150). The significance of
the metabolic regulation of GRP78 is still far from being fully
understood. However, it is clear that metabolic disturbances can
have profound effects on the expression and functions of GRP78.
Cell surface GRP78 can be shed and circulating GRP78 levels
were found to be increased in subjects with diabetes and obesity
and to correlate with CRP levels, suggesting that the chronic
inflammation could be a contributing factor to the observed
increase in addition to the metabolic stress (151). Indeed, as
well as induction by metabolic stress, inflammatory cytokines
also appear to stimulate the translocation of GRP78 to cell
surfaces (152). Accumulation of AGEs can also induce GRP78
via activation of RAGE (153, 154). In a cell model of diabetic
nephropathy high glucose was shown to upregulate cell surface
GRP78 where it associated with integrin receptors and enhanced

CD147
In addition to the virus gaining entry to host cells via an
interaction of the viral S-protein with ACE2, viral entry has
also been reported to occur via an interaction between the
S-protein and CD147, with viral entry blocked by an antibody
to CD147 (124). Again, this route had previously been reported
for SARS-CoV-1 (125) and for other viruses including hepatitis
B, human cytomegalovirus, Kaposi’s sarcoma–associated
herpesvirus, measles and HIV-1 (126–128). In turn, viral
infection of host cells leads to upregulation of CD147 (129).
CD147, which is also known as Basigin or extracellular matrix
metalloproteinase inducer (EMMPRIN), is a transmembrane
glycoprotein that belongs to the immunoglobulin superfamily
(126). CD147 is expressed in a number of cells in the
lungs and its expression is increased in patients with chronic
obstructive pulmonary disease (COPD) (130) and at sites of
lung fibrosis (131). The expression of CD147 on the cell
surface is upregulated by high glucose levels and by AGEs,
via activation of RAGE, and has been suggested to play a
role in diabetic complications (132). On cell surfaces CD147
is found within lipid rafts associated with caveolin-1 (133).
In addition, HMG-CoA reductase inhibitors, statins, inhibit
the cholesterol biosynthesis pathway and disrupt lipid raft
composition resulting in a reduction of CD147 translocation to
the cell surface (134). In addition to playing a role in viral entry,
CD147 has a role in the immune response by modulating Tcell activation (135). One of the other prime functions of CD147
appears to be as a chaperone for monocarboxylate transporters
(MCTs) that facilitate the transport of monocarboxylates such
as lactate across the plasma membrane (136). In addition,
CD147 is colocalized and associates with the glucose transporter,
GLUT1, on cell surfaces (137) and an increase in CD147
is accompanied by an increase in GLUT1 and a switch to
more glycolytic metabolism (138). Therefore, CD147 appears
to be an important determinant of cell metabolism and in
addition to facilitating SARS-CoV-2 entry and modulating the
immune response, the virus interaction with CD147 could affect
cell metabolism.
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a fibrotic response (155). Androgens have also been reported
to upregulate GRP78 (156, 157) and this could be a further
contributing factor to the increased risk of COVID-19 in males.
Other relevant functions of cell surface GRP78 are its ability to
bind and stabilize ADAM17 (158) and also bind to tissue factor
and regulate the initiation of coagulation (159).
The chaperone role of GRP78 acts not only in the ER but also
to chaperone proteins entering the cell via endocytosis (143). It
seems that viruses have commonly acquired an ability to bind to
GRP78 and hijack its chaperone function to both facilitate entry
to host cells and to enable the production and assembly of viral
proteins. The role of GRP78 in SARS-CoV-2 infections has yet
to be defined although in a clinical study serum levels of GRP78
were found to be elevated in patients admitted with COVID-19
compared to patients with pneumonia or healthy controls (160).
The available evidence indicates that GRP78 is increased and is
translocated to cell surfaces in patients with metabolic disorders
and this could play an important role in viral entry to host cells
and in viral replication, as well as contributing to the fibrotic and
coagulation responses.

of statins may have several benefits: the disruption of lipid raft
composition (134) could reduce the various pathways of viral
entry (163). In addition, statins have general anti-coagulant and
anti-inflammatory effects (163); the latter could be particularly
beneficial in combination with glucocorticoids in critically ill
patients (46).

SUMMARY
The consequences of adopting a lifestyle, consuming excess
calories with limited physical activity, are the metabolic
derangements culminating in diabetes and obesity that are now
at pandemic levels throughout the West. It has become clear
that these conditions predispose individuals to severe COVID19 that is caused by a virus spreading from the East, that
in the majority of cases causes mild influenza-like symptoms.
There are many consequences of diabetes and obesity that may
accentuate the clinical response to SARS-CoV-2 infection. These
include an impaired immune response, an atherothrombotic
state, accumulation of AGEs activating RAGE and especially the
pre-existing chronic inflammatory state. The later could prime
an exaggerated cytokine response to viral infection, predisposing
to the cytokine storm that triggers progression to septic shock,
ARDS, and MOF.
In addition, to all of these factors that may contribute to
these metabolic conditions exacerbating the clinical course of
COVID-19, there are more fundamental mechanisms that may
contribute to facilitating the viral infection. Infection leads to
an inflammatory response and tissue damage and this results in
increased metabolic activity. This is associated with an increase in
the mechanisms by which cells ingest and degrade tissue debris
and foreign materials. It appears that viruses have acquired the
ability to exploit these mechanisms to invade cells and facilitate
their own life-cycle. In obesity and diabetes these mechanisms are
chronically activated due to the perturbed metabolism and this
may provide an increased opportunity for a more profound and
sustained viral infection.

CLINICAL IMPLICATIONS
There are a number of implications from these observations.
Reducing excess weight gain and improving metabolic health, in
addition to all of the obvious well-known health benefits, may
help prevent against a severe COVID-19 response to infection.
Special protection/shielding should be provided to those with
pre-existing obesity and diabetes. However, in contrast to the
implication that the androgen dependence of COVID-17 severity
may offer a strategy for using counter-measures to protect
against COVID-19 (161), the metabolic effect needs more careful
consideration. The management of metabolic control in critically
ill patients is much more challenging than in those not acutely
ill and many of the normal drugs used in diabetes are counterindicated, with insulin being the most appropriate therapy (162).
In addition, there are good reasons why glucocorticoids, which
may seem counter-indicated, may actually be very beneficial
in critically ill patients (46). In addition, the intense focus on
SARS-CoV-2 has led to many advances in our understanding of
the viral pathway that could provide new targets for developing
more effective therapies against this and other viruses. The use

AUTHOR CONTRIBUTIONS
All authors listed have made a substantial, direct and intellectual
contribution to the work, and approved it for publication.

REFERENCES

5. Fung TS, Liu DX. Human coronavirus: host-pathogen interaction. Annu
Rev Microbiol. (2019) 73:529–57. doi: 10.1146/annurev-micro-020518115759
6. Onder G, Rezza G, Brusaferro S. Case-fatality rate and characteristics of
patients dying in relation to COVID-19 in Italy. JAMA. (2020) 323:1775–
6. doi: 10.1001/jama.2020.4683
7. Saeedi P, Petersohn I, Salpea P, Malanda B, Karuranga S, Unwin N,
et al. Global and regional diabetes prevalence estimates for 2019 and
projections for 2030 and 2045: results from the international diabetes
federation diabetes atlas, 9(th) edition. Diabetes Res Clin Pract. (2019)
157:107843. doi: 10.1016/j.diabres.2019.107843
8. Zhang Y, Leung DY, Goleva E. Vitamin D enhances glucocorticoid
action in human monocytes: involvement of granulocyte-macrophage

1. Petersen E, Koopmans M, Go U, Hamer DH, Petrosillo N, Castelli F, et al.
Comparing SARS-CoV-2 with SARS-CoV and influenza pandemics. Lancet
Infect Dis. (2020) 20:E238–44. doi: 10.1016/S1473-3099(20)30484-9
2. Wang L, Gao P, Zhang M, Huang Z, Zhang D, Deng Q, et al. Prevalence and
ethnic pattern of diabetes and prediabetes in China in 2013. JAMA. (2017)
317:2515–23. doi: 10.1001/jama.2017.7596
3. Guy RK, Di Paola RS, Romanelli F, Dutch RE. Rapid repurposing of drugs
for COVID-19. Science. (2020) 368:829–30. doi: 10.1126/science.abb9332
4. Lippi G, Sanchis-Gomar F, Henry BM. COVID-19: unravelling the clinical
progression of nature’s virtually perfect biological weapon. Ann Transl Med.
(2020) 8:693–8. doi: 10.21037/atm-20-3989

Frontiers in Endocrinology | www.frontiersin.org

8

September 2020 | Volume 11 | Article 582870

Holly et al.

9.

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

Obesity, Diabetes, Covid-19

27. McDonald HI, Nitsch D, Millett ER, Sinclair A, Thomas SL. New estimates
of the burden of acute community-acquired infections among older people
with diabetes mellitus: a retrospective cohort study using linked electronic
health records. Diabet Med. (2014) 31:606–14. doi: 10.1111/dme.12384
28. Pearson-Stuttard J, Blundell S, Harris T, Cook DG, Critchley J. Diabetes
and infection: assessing the association with glycaemic control in
population-based studies. Lancet Diabetes Endocrinol. (2016) 4:148–
58. doi: 10.1016/S2213-8587(15)00379-4
29. Louie JK, Acosta M, Samuel MC, Schechter R, Vugia DJ, Harriman K, et al.
A novel risk factor for a novel virus: obesity and 2009 pandemic influenza A
(H1N1). Clin Infect Dis. (2011) 52:301–12. doi: 10.1093/cid/ciq152
30. Morgan OW, Bramley A, Fowlkes A, Freedman DS, Taylor TH, Gargiullo
P, et al. Morbid obesity as a risk factor for hospitalization and death
due to 2009 pandemic influenza A(H1N1) disease. PLoS ONE. (2010)
5:e9694. doi: 10.1371/journal.pone.0009694
31. Yang JK, Feng Y, Yuan MY, Yuan SY, Fu HJ, Wu BY, et al. Plasma
glucose levels and diabetes are independent predictors for mortality
and morbidity in patients with SARS. Diabet Med. (2006) 23:623–
8. doi: 10.1111/j.1464-5491.2006.01861.x
32. Alqahtani FY, Aleanizy FS, Ali El Hadi Mohamed R, Alanazi MS, Mohamed
N, Alrasheed MM, et al. Prevalence of comorbidities in cases of Middle East
respiratory syndrome coronavirus: a retrospective study. Epidemiol Infect.
(2018) 147:1–5. doi: 10.1017/S0950268818002923
33. van Crevel R, van de Vijver S, Moore DAJ. The global diabetes epidemic: what
does it mean for infectious diseases in tropical countries? Lancet Diabetes
Endocrinol. (2017) 5:457–68. doi: 10.1016/S2213-8587(16)30081-X
34. Frydrych LM, Bian G, O’Lone DE, Ward PA, Delano MJ. Obesity
and type 2 diabetes mellitus drive immune dysfunction, infection
development, and sepsis mortality. J Leukoc Biol. (2018) 104:525–
34. doi: 10.1002/JLB.5VMR0118-021RR
35. Geerlings SE, Hoepelman AI. Immune dysfunction in patients with
diabetes mellitus (DM). FEMS Immunol Med Microbiol. (1999) 26:259–
65. doi: 10.1111/j.1574-695X.1999.tb01397.x
36. Berbudi A, Rahmadika N, Tjahjadi AI, Ruslami R. Type 2 diabetes and
its impact on the immune system. Curr Diabetes Rev. (2020) 16:442–
9. doi: 10.2174/1573399815666191024085838
37. Nyambuya TM, Dludla PV, Mxinwa V, Nkambule BB. T-cell
activation and cardiovascular risk in adults with type 2 diabetes
mellitus: a systematic review and meta-analysis. Clin Immunol. (2020)
210:108313. doi: 10.1016/j.clim.2019.108313
38. Moutschen MP, Scheen AJ, Lefebvre PJ. Impaired immune responses in
diabetes mellitus: analysis of the factors and mechanisms involved relevance
to the increased susceptibility of diabetic patients to specific infections.
Diabete Metab. (1992) 18:187–201.
39. Chen X, Hu W, Ling J, Mo P, Zhang Y, Jiang Q, et al. Hypertension and
diabetes delay the viral clearance in COVID-19 patients. medRxiv [preprint].
(2020). doi: 10.1101/2020.03.22.20040774
40. Chan ED, Chan MM, Chan MM, Marik PE. Use of glucocorticoids
in the critical care setting: science and clinical evidence.
Pharmacol Ther. (2020) 206:107428. doi: 10.1016/j.pharmthera.2019.
107428
41. Clore JN, Thurby-Hay L. Glucocorticoid-induced hyperglycemia. Endocr
Pract. (2009) 15:469–74. doi: 10.4158/EP08331.RAR
42. Marshall AC, Shaltout HA, Nautiyal M, Rose JC, Chappell MC, Diz DI.
Fetal betamethasone exposure attenuates angiotensin-(1-7)-mas receptor
expression in the dorsal medulla of adult sheep. Peptides. (2013) 44:25–
31. doi: 10.1016/j.peptides.2013.03.018
43. Russell CD, Millar JE, Baillie JK. Clinical evidence does not support
corticosteroid treatment for 2019-nCoV lung injury. Lancet. (2020) 395:473–
5. doi: 10.1016/S0140-6736(20)30317-2
44. Shang L, Zhao J, Hu Y, Du R, Cao B. On the use of
corticosteroids
for
2019-nCoV
pneumonia.
Lancet.
(2020)
395:683–4. doi: 10.1016/S0140-6736(20)30361-5
45. Annane D, Pastores SM, Arlt W, Balk RA, Beishuizen A, Briegel J,
et al. Critical illness-related corticosteroid insufficiency (CIRCI): a narrative
review from a multispecialty task force of the society of critical care medicine
(SCCM) and the European society of intensive care medicine (ESICM).
Intensive Care Med. (2017) 43:1781–92. doi: 10.1007/s00134-017-4914-x

colony-stimulating factor and mediator complex subunit 14. J Biol Chem.
(2013) 288:14544–53. doi: 10.1074/jbc.M112.427054
Park JE, Pichiah PBT, Cha YS. Vitamin D and metabolic diseases:
growing roles of Vitamin D. J Obes Metab Syndr. (2018) 27:223–
32. doi: 10.7570/jomes.2018.27.4.223
Ghosal S, Sinha B, Majumder M, Misra A. Estimation of effects of nationwide
lockdown for containing coronavirus infection on worsening of glycosylated
haemoglobin and increase in diabetes-related complications: a simulation
model using multivariate regression analysis. Diabetes Metab Syndr. (2020)
14:319–23. doi: 10.1016/j.dsx.2020.03.014
Stefan N, Birkenfeld AL, Schulze MB, Ludwig DS. Obesity and impaired
metabolic health in patients with COVID-19. Nat Rev Endocrinol. (2020)
16:341–2. doi: 10.1038/s41574-020-0364-6
Li B, Yang J, Zhao F, Zhi L, Wang X, Liu L, et al. Prevalence and impact of
cardiovascular metabolic diseases on COVID-19 in China. Clin Res Cardiol.
(2020) 109:531–8. doi: 10.1007/s00392-020-01626-9
Fadini GP, Morieri ML, Longato E, Avogaro A. Prevalence and impact
of diabetes among people infected with SARS-CoV-2. J Endocrinol Invest.
(2020) 43:867–9. doi: 10.1007/s40618-020-01236-2
Guo W, Li M, Dong Y, Zhou H, Zhang Z, Tian C, et al. Diabetes is a risk
factor for the progression and prognosis of COVID-19. Diabetes Metab Res
Rev. (2020) 2020:e3319. doi: 10.1002/dmrr.3319
Wu Z, McGoogan JM. Characteristics of and important lessons from the
coronavirus disease 2019. (COVID-19) outbreak in china: summary of a
report of 72314 cases from the Chinese center for disease control and
prevention. JAMA. (2020) 2020:1239–42. doi: 10.1001/jama.2020.2648
Guan WJ, Ni ZY, Hu Y, Liang WH, Ou CQ, He JX, et al. Clinical
characteristics of coronavirus disease 2019 in China. N Engl J Med. (2020)
382:1708–20. doi: 10.1056/NEJMoa2002032
Petrilli CM, Jones SA, Yang J, Rajagopalan H, O’Donnell L, Chernyak Y, et al.
Factors associated with hospital admission and critical illness among 5279
people with coronavirus disease 2019 in New York city: prospective cohort
study. BMJ. (2020) 369:m1966. doi: 10.1136/bmj.m1966
CDC COVID-19 Response Team. Preliminary estimates of the prevalence
of selected underlying health conditions among patients with coronavirus
disease 2019 - United States, February 12-March 28, 2020. MMWR Morb
Mortal Wkly Rep. (2020) 69:382–6. doi: 10.15585/mmwr.mm6913e2
Al-Sabah S, Al-Haddad M, Al-Youha S, Jamal M, Almazeedi S.
COVID-19: impact of obesity and diabetes in disease severity. medRxiv.
(2020). doi: 10.1101/2020.05.24.20111724. [Epub ahead of print].
Wang X, Fang X, Cai Z, Wu X, Gao X, Min J, et al. Comorbid chronic diseases
and acute organ injuries are strongly correlated with disease severity and
mortality among COVID-19 patients: a systemic review and meta-analysis.
Research. (2020) 2020:2402961. doi: 10.34133/2020/2402961
Tian W, Jiang W, Yao J, Nicholson CJ, Li RH, Sigurslid HH, et al.
Predictors of mortality in hospitalized COVID-19 patients: a systematic
review and meta-analysis. J Med Virol. (2020) 92:1875–83. doi: 10.1002/jmv.
26050
Kumar A, Arora A, Sharma P, Anikhindi SA, Bansal N, Singla V,
et al. Is diabetes mellitus associated with mortality and severity of
COVID-19? a meta-analysis. Diabetes Metab Syndr. (2020) 14:535–
45. doi: 10.1016/j.dsx.2020.04.044
Huang I, Lim MA, Pranata R. Diabetes mellitus is associated with increased
mortality and severity of disease in COVID-19 pneumonia - a systematic
review, meta-analysis, and meta-regression. Diabetes Metab Syndr. (2020)
14:395–403. doi: 10.1016/j.dsx.2020.04.018
Simonnet A, Chetboun M, Poissy J, Raverdy V, Noulette J, Duhamel A,
et al. High prevalence of obesity in severe acute respiratory syndrome
coronavirus-2 (SARS-CoV-2) requiring invasive mechanical ventilation.
Obesity. (2020) 28:1195–9. doi: 10.1002/oby.22831
Lighter J, Phillips M, Hochman S, Sterling S, Johnson D, Francois
F, et al. Obesity in patients younger than 60 years is a risk
factor for Covid-19 hospital admission. Clin Infect Dis. (2020)
71:896–97. doi: 10.1093/cid/ciaa415
Docherty AB, Harrison EM, Green CA, Hardwick HE, Pius R, Norman L,
et al. Features of 20 133 UK patients in hospital with covid-19 using the
ISARIC WHO clinical characterisation protocol: prospective observational
cohort study. BMJ. (2020) 369:m1985. doi: 10.1136/bmj.m1985

Frontiers in Endocrinology | www.frontiersin.org

9

September 2020 | Volume 11 | Article 582870

Holly et al.

Obesity, Diabetes, Covid-19

67. De Fracesco EM, Vella V, Belfiore A. COVID-19 and diabetes:
the importance of controlling RAGE. Front Endocrinol. (2020)
11:526. doi: 10.3389/fendo.2020.00526
68. Rojas A, Gonzalez I, Morales MA. SARS-CoV-2-mediated inflammatory
response in lungs: should we look at RAGE? Inflamm Res. (2020) 69:641–
3. doi: 10.1007/s00011-020-01353-x
69. Yang JK, Lin SS, Ji XJ, Guo LM. Binding of SARS coronavirus to its
receptor damages islets and causes acute diabetes. Acta Diabetol. (2010)
47:193–9. doi: 10.1007/s00592-009-0109-4
70. Ou X, Liu Y, Lei X, Li P, Mi D, Ren L, et al. Characterization
of spike glycoprotein of SARS-CoV-2 on virus entry and its
immune cross-reactivity With SARS-CoV. Nat Commun. (2020)
11:1620. doi: 10.1038/s41467-020-15562-9
71. Yan R, Zhang Y, Li Y, Xia L, Guo Y, Zhou Q. Structural basis for the
recognition of SARS-CoV-2 by full-length human ACE2. Science. (2020)
367:1444–8. doi: 10.1126/science.abb2762
72. Letko M, Marzi A, Munster V. Functional assessment of cell
entry and receptor usage for SARS-CoV-2 and other lineage B
betacoronaviruses. Nat Microbiol. (2020) 5:562–9. doi: 10.1038/s41564-0200688-y
73. Tikellis C, Thomas MC. Angiotensin-converting enzyme 2 (ACE2) is a key
modulator of the renin angiotensin system in health and disease. Int J Pept.
(2012) 2012:256294. doi: 10.1155/2012/256294
74. Hamming I, Timens W, Bulthuis ML, Lely AT, Navis G, van Goor H. Tissue
distribution of ACE2 protein, the functional receptor for SARS coronavirus.
a first step in understanding SARS pathogenesis. J Pathol. (2004) 203:631–
7. doi: 10.1002/path.1570
75. Hikmet F, Méar L, Edvinsson A, Micke P, Uhlén M, Lindskog C. The
protein expression profile of ACE2 in human tissues. bioRxiv [preprint].
(2020).doi: 10.1101/2020.03.31.016048
76. Imai Y, Kuba K, Rao S, Huan Y, Guo F, Guan B, et al. Angiotensinconverting enzyme 2 protects from severe acute lung failure. Nature. (2005)
436:112–6. doi: 10.1038/nature03712
77. Zou Z, Yan Y, Shu Y, Gao R, Sun Y, Li X, et al. Angiotensin-converting enzyme
2 protects from lethal avian influenza A H5N1 infections. Nat Commun.
(2014) 5:3594. doi: 10.1038/ncomms4594
78. Kuba K, Imai Y, Rao S, Gao H, Guo F, Guan B, et al. A crucial role of
angiotensin converting enzyme 2 (ACE2) in SARS coronavirus-induced lung
injury. Nat Med. (2005) 11:875–9. doi: 10.1038/nm1267
79. Bernardi S, Tikellis C, Candido R, Tsorotes D, Pickering RJ, Bossi
F, et al. ACE2 deficiency shifts energy metabolism towards glucose
utilization. Metabolism. (2015) 64:406–15. doi: 10.1016/j.metabol.2014.
11.004
80. Niu MJ, Yang JK, Lin SS, Ji XJ, Guo LM. Loss of angiotensin-converting
enzyme 2 leads to impaired glucose homeostasis in mice. Endocrine. (2008)
34:56–61. doi: 10.1007/s12020-008-9110-x
81. Shoemaker R, Yiannikouris F, Thatcher S, Cassis L. ACE2 deficiency
reduces beta-cell mass and impairs beta-cell proliferation in obese
C57BL/6 mice. Am J Physiol Endocrinol Metab. (2015) 309:E621–
31. doi: 10.1152/ajpendo.00054.2015
82. Takeda M, Yamamoto K, Takemura Y, Takeshita H, Hongyo K, Kawai
T, et al. Loss of ACE2 exaggerates high-calorie diet-induced insulin
resistance by reduction of GLUT4 in mice. Diabetes. (2013) 62:223–
33. doi: 10.2337/db12-0177
83. Bindom SM, Hans CP, Xia H, Boulares AH, Lazartigues E. Angiotensin Iconverting enzyme type 2 (ACE2) gene therapy improves glycemic control
in diabetic mice. Diabetes. (2010) 59:2540–8. doi: 10.2337/db09-0782
84. Patel VB, Parajuli N, Oudit GY. Role of angiotensin-converting enzyme 2
(ACE2) in diabetic cardiovascular complications. Clin Sci. (2014) 126:471–
82. doi: 10.1042/CS20130344
85. Roca-Ho H, Riera M, Palau V, Pascual J, Soler MJ. Characterization of ACE
and ACE2 expression within different organs of the NOD mouse. Int J Mol
Sci. (2017) 18:563. doi: 10.3390/ijms18030563
86. Burns KD, Lytvyn Y, Mahmud FH, Daneman D, Deda L, Dunger DB,
et al. The relationship between urinary renin-angiotensin system markers,
renal function, and blood pressure in adolescents with type 1 diabetes.
Am J Physiol Renal Physiol. (2017) 312:F335–42. doi: 10.1152/ajprenal.004
38.2016

46. Meduri GU, Chrousos GP. General adaptation in critical illness:
glucocorticoid receptor-alpha master regulator of homeostatic corrections.
Front Endocrinol. (2020) 11:161. doi: 10.3389/fendo.2020.00161
47. Meduri GU, Annane D, Chrousos GP, Marik PE, Sinclair SE.
Activation and regulation of systemic inflammation in ARDS:
rationale for prolonged glucocorticoid therapy. Chest. (2009)
136:1631–43. doi: 10.1378/chest.08-2408
48. Chen RC, Tang XP, Tan SY, Liang BL, Wan ZY, Fang JQ, et al. Treatment
of severe acute respiratory syndrome with glucosteroids: the Guangzhou
experience. Chest. (2006) 129:1441–52. doi: 10.1378/chest.129.6.1441
49. RECOVERY Collaborative Group, Horby P, Lim WS, Emberson JR, Mafham
M, Bell JL, et al. Dexamethasone in hospitalized patients with Covid-19 preliminary report. N Engl J Med. (2020). doi: 10.1056/NEJMoa2021436.
[Epub ahead of print].
50. Ferlita S, Yegiazaryan A, Noori N, Lal G, Nguyen T, To K, et al. Type
2 diabetes mellitus and altered immune system leading to susceptibility
to pathogens, especially mycobacterium tuberculosis. J Clin Med. (2019)
8:2219. doi: 10.3390/jcm8122219
51. Gonzalez LL, Garrie K, Turner MD. Type 2 diabetes - an autoinflammatory
disease driven by metabolic stress. Biochim Biophys Acta Mol Basis Dis.
(2018) 1864:3805–23. doi: 10.1016/j.bbadis.2018.08.034
52. Reddy P, Lent-Schochet D, Ramakrishnana N, McLaughlina M, Jialal I.
Metabolic syndrome is an inflammatory disorder: a conspiracy between
adipose tissue and phagocytes. Clinica Chimica Acta. (2019) 496:35–
44. doi: 10.1016/j.cca.2019.06.019
53. Zhou F, Yu T, Du R, Fan G, Liu Y, Liu Z, et al. Clinical course
and risk factors for mortality of adult inpatients with COVID-19 in
Wuhan, China: a retrospective cohort study. Lancet. (2020) 395:1054–
62. doi: 10.1016/S0140-6736(20)30566-3
54. Mehta P, McAuley DF, Brown M, Sanchez E, Tattersall RS, Manson JJ, et al.
COVID-19: consider cytokine storm syndromes and immunosuppression.
Lancet. (2020) 395:1033–4. doi: 10.1016/S0140-6736(20)30628-0
55. Xiao W, Mindrinos MN, Seok J, Cuschieri J, Cuenca AG, Gao H, et al. A
genomic storm in critically injured humans. J Exp Med. (2011) 208:2581–
90. doi: 10.1084/jem.20111354
56. Blokhin IO, Lentz SR. Mechanisms of thrombosis in obesity. Curr Opin
Hematol. (2013) 20:437–44. doi: 10.1097/MOH.0b013e3283634443
57. Dunn EJ, Grant PJ. Type 2 diabetes: an atherothrombotic syndrome. Curr
Mol Med. (2005) 5:323–32. doi: 10.2174/1566524053766059
58. Zhang B, Zhou X, Qiu Y, Feng F, Feng J, Jia Y, et al. Clinical
characteristics of 82 death cases with COVID-19. PLoS ONE. (2020)
15:e0235458. doi: 10.1371/journal.pone.0235458
59. Ji HL, Zhao R, Matalon S, Matthay MA. Elevated plasmin(ogen) as a
common risk factor for COVID-19 susceptibility. Physiol Rev. (2020)
100:1065–75. doi: 10.1152/physrev.00013.2020
60. Do Nascimento GP, Braz-de-Melo HA, Faria SS, Santos ID, Kobinger
G, Magalhaes KG. Hypercoagulopathy and adipose tissue exacerbated
inflammation may explain higher mortality in COVID-19 patients with
obesity. Front Endocrinol. (2020) 11:530. doi: 10.3389/fendo.2020.00530
61. Liu X, Wang R, Qu G, Wang Y, Liu P, Zhu Y. et al. General
observation report on systemic anatomy of cadavers who died of
new coronavirus pneumonia. Chinese J Forensic Med. (2020) 36:21–3.
doi: 10.12116/j.issn.1004-5619.2020.01.005
62. Xu Z, Shi L, Wang Y, Zhang J, Huang L, Zhang C, et al. Pathological findings
of COVID-19 associated with acute respiratory distress syndrome. Lancet
Respir Med. (2020) 8:420–2. doi: 10.1016/S2213-2600(20)30076-X
63. Dietz W, Santos-Burgoa C. Obesity and its implications for COVID-19
mortality. Obesity. (2020) 28:1005. doi: 10.1002/oby.22818
64. Hudson BI, Lippman ME. Targeting RAGE signaling in
inflammatory
disease.
Annu
Rev
Med.
(2018)
69:349–
64. doi: 10.1146/annurev-med-041316-085215
65. Oczypok EA, Perkins TN, Oury TD. All the “RAGE” in lung disease: the
receptor for advanced glycation endproducts (RAGE) is a major mediator
of pulmonary inflammatory responses. Paediatr Respir Rev. (2017) 23:40–
9. doi: 10.1016/j.prrv.2017.03.012
66. Pickering RJ, Tikellis C, Rosado CJ, Tsorotes D, Dimitropoulos A, Smith M,
et al. Transactivation of RAGE mediates angiotensin-induced inflammation
and atherogenesis. J Clin Invest. (2019) 129:406–21. doi: 10.1172/JCI99987

Frontiers in Endocrinology | www.frontiersin.org

10

September 2020 | Volume 11 | Article 582870

Holly et al.

Obesity, Diabetes, Covid-19

104. Jacquinet E, Rao NV, Rao GV, Zhengming W, Albertine KH, Hoidal JR.
Cloning and characterization of the cDNA and gene for human epitheliasin.
Eur J Biochem. (2001) 268:2687–99. doi: 10.1046/j.1432-1327.2001.02165.x
105. Lin B, Ferguson C, White JT, Wang S, Vessella R, True LD, et al. Prostatelocalized and androgen-regulated expression of the membrane-bound serine
protease TMPRSS2. Cancer Res. (1999) 59:4180–4.
106. Mikkonen L, Pihlajamaa P, Sahu B, Zhang FP, Janne OA. Androgen receptor
and androgen-dependent gene expression in lung. Mol Cell Endocrinol.
(2010) 317:14–24. doi: 10.1016/j.mce.2009.12.022
107. Gebhard C, Regitz-Zagrosek V, Neuhauser HK, Morgan R, Klein SL. Impact
of sex and gender on COVID-19 outcomes in Europe. Biol Sex Differ. (2020)
11:29. doi: 10.1186/s13293-020-00304-9
108. Lambert DW, Yarski M, Warner FJ, Thornhill P, Parkin ET, Smith AI,
et al. Tumor necrosis factor-alpha convertase (ADAM17) mediates regulated
ectodomain shedding of the severe-acute respiratory syndrome-coronavirus
(SARS-CoV) receptor, angiotensin-converting enzyme-2 (ACE2). J Biol
Chem. (2005) 280:30113–9. doi: 10.1074/jbc.M505111200
109. Jia D, Taguchi M, Otsuki M. Synthetic protease inhibitor camostat
prevents and reverses dyslipidemia, insulin secretory defects, and
histological abnormalities of the pancreas in genetically obese and
diabetic rats. Metabolism. (2005) 54:619–27. doi: 10.1016/j.metabol.2004.
12.005
110. Ballout RA, Sviridov D, Bukrinsky MI, Remaley AT. The lysosome: a
potential juncture between SARS-CoV-2 infectivity and niemann-pick
disease type C, with therapeutic implications. FASEB J. (2020) 34:7253–
64. doi: 10.1096/fj.202000654R
111. Wang H, Yuan Z, Pavel MA, Hansen SB. The role of high
cholesterol in age-related COVID19 lethality. bioRxiv [preprint].
(2020). doi: 10.1101/2020.05.09.086249
112. Li GM, Li YG, Yamate M, Li SM, Ikuta K. Lipid rafts play an important role
in the early stage of severe acute respiratory syndrome-coronavirus life cycle.
Microbes Infect. (2007) 9:96–102. doi: 10.1016/j.micinf.2006.10.015
113. Glende J, Schwegmann-Wessels C, Al-Falah M, Pfefferle S, Qu X, Deng
H, et al. Importance of cholesterol-rich membrane microdomains in
the interaction of the S protein of SARS-coronavirus with the cellular
receptor angiotensin-converting enzyme 2. Virology. (2008) 381:215–
21. doi: 10.1016/j.virol.2008.08.026
114. Choi KS, Aizaki H, Lai MM. Murine coronavirus requires lipid rafts for
virus entry and cell-cell fusion but not for virus release. J Virol. (2005)
79:9862–71. doi: 10.1128/JVI.79.15.9862-9871.2005
115. Heaton NS, Randall G. Multifaceted roles for lipids in viral
infection. Trends Microbiol. (2011) 19:368–75. doi: 10.1016/j.tim.2011.
03.007
116. Chen Y, Wang S, Yi Z, Tian H, Aliyari R, Li Y, et al. Interferon-inducible
cholesterol-25-hydroxylase inhibits hepatitis C virus replication via distinct
mechanisms. Sci Rep. (2014) 4:7242. doi: 10.1038/srep07242
117. Li C, Deng YQ, Wang S, Ma F, Aliyari R, Huang XY, et al. 25hydroxycholesterol protects host against zika virus infection and its
associated microcephaly in a mouse model. Immunity. (2017) 46:446–
56. doi: 10.1016/j.immuni.2017.02.012
118. Liu SY, Aliyari R, Chikere K, Li G, Marsden MD, Smith JK, et al.
Interferon-inducible cholesterol-25-hydroxylase broadly inhibits viral
entry by production of 25-hydroxycholesterol. Immunity. (2013)
38:92–105. doi: 10.1016/j.immuni.2012.11.005
119. Willard KA, Eilling C, Stice SL, Brindley MA. The oxysterol 7-ketocholesterol
reduces zika virus titers in vero cells and human neurons. Viruses. (2018)
11:20. doi: 10.3390/v11010020
120. Zhang Y, Song Z, Wang M, Lan M, Zhang K, Jiang P, et al. Cholesterol 25hydroxylase negatively regulates porcine intestinal coronavirus replication
by the production of 25-hydroxycholesterol. Vet Microbiol. (2019) 231:129–
38. doi: 10.1016/j.vetmic.2019.03.004
121. Russo L, Muir L, Geletka L, Delproposto J, Baker N, Flesher C,
et al. Cholesterol 25-hydroxylase (CH25H) as a promoter of adipose
tissue inflammation in obesity and diabetes. Mol Metab. (2020)
39:100983. doi: 10.1016/j.molmet.2020.100983
122. Fernandez-Oliva A, Ortega-Gonzalez P, Risco C. Targeting host lipid flows:
exploring new antiviral and antibiotic strategies. Cell Microbiol. (2019)
21:e12996. doi: 10.1111/cmi.12996

87. Gutta S, Grobe N, Kumbaji M, Osman H, Saklayen M, Li G, et al.
Increased urinary angiotensin converting enzyme 2 and neprilysin in
patients with type 2 diabetes. Am J Physiol Renal Physiol. (2018) 315:F263–
74. doi: 10.1152/ajprenal.00565.2017
88. Liang Y, Deng H, Bi S, Cui Z, Lata A, Zheng D, et al. Urinary
angiotensin converting enzyme 2 increases in patients with type 2 diabetic
mellitus. Kidney Blood Press Res. (2015) 40:101–10. doi: 10.1159/000
368486
89. Emilsson V, Gudmundsson EF, Aspelund T, Jonsson BG,
Gudjonsson A, Launer LJ, et al. ACE2 levels are altered
in comorbidities linked to severe outcome in COVID19.
medRxiv
[preprint].
(2020).
doi:
10.1101/2020.06.04.20
122044
90. Peters MC, Sajuthi S, Deford P, Christenson S, Rios CL, Montgomery MT,
et al. COVID-19-related genes in sputum cells in Asthma. Relationship to
demographic features and corticosteroids. Am J Respir Crit Care Med. (2020)
202:83–90. doi: 10.1164/rccm.202003-0821OC
91. Rao S, Lau A, So HC. Exploring diseases/traits and blood proteins
causally related to expression of ACE2, the putative receptor of SARSCoV-2: a mendelian randomization analysis highlights tentative relevance
of diabetes-related traits. Diabetes Care. (2020) 43:1416–26. doi: 10.2337/
dc20-0643
92. Gilbert RE, Caldwell L, Misra PS, Chan K, Burns KD, Wrana JL,
et al. Overexpression of the SARS-CoV-2 receptor, ACE-2, in diabetic
kidney disease: implications for kidney injury in Covid-19. Can J Diab.
(2020). doi: 10.1016/j.jcjd.2020.07.003. [Epub ahead of print].
93. Soldo J, Heni M, Königsrainer A, Häring HU, Birkenfeld AL, Peter A.
Increased hepatic ACE2 expression in NAFL and diabetes-a risk for COVID19 patients? Diabetes Care. (2020). doi: 10.2337/dc20-1458. [Epub ahead
of print].
94. Li W, Moore MJ, Vasilieva N, Sui J, Wong SK, Berne MA, et al. Angiotensinconverting enzyme 2 is a functional receptor for the SARS coronavirus.
Nature. (2003) 426:450–4. doi: 10.1038/nature02145
95. Walls AC, Park YJ, Tortorici MA, Wall A, McGuire AT, Veesler D. Structure,
function, and antigenicity of the SARS-CoV-2 spike glycoprotein. Cell.
(2020) 181:281–92.e6. doi: 10.1016/j.cell.2020.02.058
96. Gheblawi M, Wang K, Viveiros A, Nguyen Q, Zhong JC, Turner
AJ, et al. Angiotensin-converting enzyme 2: SARS-CoV-2 receptor
and regulator of the renin-angiotensin system: celebrating the 20th
anniversary of the discovery of ACE2. Circ Res. (2020) 126:1456–
74. doi: 10.1161/CIRCRESAHA.120.317015
97. Liu Y, Yang Y, Zhang C, Huang F, Wang F, Yuan J, et al. Clinical
and biochemical indexes from 2019-nCoV infected patients linked
to viral loads and lung injury. Sci China Life Sci. (2020) 63:364–
74. doi: 10.1007/s11427-020-1643-8
98. Hennighausen L, Lee HK. Activation of the SARS-CoV-2 receptor
Ace2 by cytokines through pan JAK-STAT enhancers. bioRxiv [preprint].
(2020). doi: 10.1101/2020.05.11.089045
99. Sajuthi SP, Deford P, Jackson ND, Montgomery MT, Everman JL, Rios
CL, et al. Type 2 and interferon inflammation strongly regulate SARSCoV-2 related gene expression in the airway epithelium. bioRxiv [preprint].
(2020). doi: 10.1101/2020.04.09.034454
100. Wysocki J, Ye M, Soler MJ, Gurley SB, Xiao HD, Bernstein KE, et al.
ACE and ACE2 activity in diabetic mice. Diabetes. (2006) 55:2132–
9. doi: 10.2337/db06-0033
101. Zhuang MW, Cheng Y, Zhang J, Jiang XM, Wang L, Deng J. Increasing
host cellular receptor-angiotensin-converting enzyme 2 expression by
coronavirus may facilitate 2019-nCoV (or SARS-CoV-2) infection. J Med
Virol. (2020). doi: 10.1002/jmv.26139. [Epub ahead of print].
102. Hoffmann M, Kleine-Weber H, Schroeder S, Kruger N, Herrler T, Erichsen
S, et al. SARS-CoV-2 cell entry depends on ACE2 and TMPRSS2 and is
blocked by a clinically proven protease inhibitor. Cell. (2020) 181:271–
80.e8. doi: 10.1016/j.cell.2020.02.052
103. Heurich A, Hofmann-Winkler H, Gierer S, Liepold T, Jahn O,
Pohlmann S. TMPRSS2 and ADAM17 cleave ACE2 differentially and
only proteolysis by TMPRSS2 augments entry driven by the severe
acute respiratory syndrome coronavirus spike protein. J Virol. (2014)
88:1293–307. doi: 10.1128/JVI.02202-13

Frontiers in Endocrinology | www.frontiersin.org

11

September 2020 | Volume 11 | Article 582870

Holly et al.

Obesity, Diabetes, Covid-19

142. Li J, Ni M, Lee B, Barron E, Hinton DR, Lee AS. The unfolded protein
response regulator GRP78/BiP is required for endoplasmic reticulum
integrity and stress-induced autophagy in mammalian cells. Cell Death
Differ. (2008) 15:1460–71. doi: 10.1038/cdd.2008.81
143. Merkel A, Chen Y, George A. Endocytic trafficking of DMP1 and GRP78
complex facilitates osteogenic differentiation of human periodontal ligament
stem cells. Front Physiol. (2019) 10:1175. doi: 10.3389/fphys.2019.01175
144. Triantafilou K, Triantafilou M. Lipid raft microdomains: key
sites for coxsackievirus A9 infectious cycle. Virology. (2003)
317:128–35. doi: 10.1016/j.virol.2003.08.036
145. Ojha CR, Rodriguez M, Lapierre J, Muthu Karuppan MK, Branscome
H, Kashanchi F, et al. Complementary mechanisms potentially
involved in the pathology of zika virus. Front Immunol. (2018)
9:2340. doi: 10.3389/fimmu.2018.02340
146. Jindadamrongwech S, Thepparit C, Smith DR. Identification of GRP 78 (BiP)
as a liver cell expressed receptor element for dengue virus serotype 2. Arch
Virol. (2004) 149:915–27. doi: 10.1007/s00705-003-0263-x
147. Wati S, Soo ML, Zilm P, Li P, Paton AW, Burrell CJ, et al. Dengue virus
infection induces upregulation of GRP78, which acts to chaperone viral
antigen production. J Virol. (2009) 83:12871–80. doi: 10.1128/JVI.01419-09
148. Nain M, Mukherjee S, Karmakar SP, Paton AW, Paton JC, Abdin
MZ. GRP78 is an important host factor for japanese encephalitis virus
entry and replication in mammalian cells. J Virol. (2017) 91:e02274–
16. doi: 10.1128/JVI.02274-16
149. Reid SP, Shurtleff AC, Costantino JA, Tritsch SR, Retterer C, Spurgers KB,
et al. HSPA5 is an essential host factor for Ebola virus infection. Antiviral
Res. (2014) 109:171–4. doi: 10.1016/j.antiviral.2014.07.004
150. Ibrahim IM, Abdelmalek DH, Elfiky AA. GRP78: a cell’s response to stress.
Life Sci. (2019) 226:156–63. doi: 10.1016/j.lfs.2019.04.022
151. Girona J, Rodriguez-Borjabad C, Ibarretxe D, Vallve JC, Ferre R, Heras
M. The circulating GRP78/bip is a marker of metabolic diseases and
atherosclerosis: bringing endoplasmic reticulum stress into the clinical
scenario. J Clin Med. (2019) 8:1793. doi: 10.3390/jcm8111793
152. Vig S, Buitinga M, Rondas D, Crevecoeur I, van Zandvoort M, Waelkens
E, et al. Cytokine-induced translocation of GRP78 to the plasma membrane
triggers a pro-apoptotic feedback loop in pancreatic beta cells. Cell Death Dis.
(2019) 10:309. doi: 10.1038/s41419-019-1518-0
153. Zhao YT, Qi YW, Hu CY, Chen SH, Liu Y. Advanced glycation end products
inhibit testosterone secretion by rat Leydig cells by inducing oxidative
stress and endoplasmic reticulum stress. Int J Mol Med. (2016) 38:659–
65. doi: 10.3892/ijmm.2016.2645
154. Chen W, Chan Y, Wan W, Li Y, Zhang C. Abeta1-42 induces cell damage via
RAGE-dependent endoplasmic reticulum stress in bEnd.3 cells. Exp Cell Res.
(2018) 362:83–9. doi: 10.1016/j.yexcr.2017.11.005
155. van Krieken R, Mehta N, Wang T, Zheng M, Li R, Gao B,
et al. Cell surface expression of 78-kDa glucose-regulated protein
(GRP78) mediates diabetic nephropathy. J Biol Chem. (2019)
294:7755–68. doi: 10.1074/jbc.RA118.006939
156. Jiang X, Kanda T, Nakamoto S, Miyamura T, Wu S, Yokosuka O.
Involvement of androgen receptor and glucose-regulated protein 78
kDa in human hepatocarcinogenesis. Exp Cell Res. (2014) 323:326–
36. doi: 10.1016/j.yexcr.2014.02.017
157. Sheng X, Arnoldussen YJ, Storm M, Tesikova M, Nenseth HZ,
Zhao S, et al. Divergent androgen regulation of unfolded protein
response pathways drives prostate cancer. EMBO Mol Med. (2015)
7:788–801. doi: 10.15252/emmm.201404509
158. Schafer M, Granato DC, Krossa S, Bartels AK, Yokoo S, Dusterhoft S,
et al. GRP78 protects a disintegrin and metalloprotease 17 against proteindisulfide isomerase A6 catalyzed inactivation. FEBS Lett. (2017) 591:3567–
87. doi: 10.1002/1873-3468.12858
159. Bhattacharjee G, Ahamed J, Pedersen B, El-Sheikh A, Mackman N, Ruf
W, et al. Regulation of tissue factor–mediated initiation of the coagulation
cascade by cell surface grp78. Arterioscler Thromb Vasc Biol. (2005) 25:1737–
43. doi: 10.1161/01.ATV.0000173419.31242.56
160. Koseler A, Sabirli R, Goren T, Turkcuer I, Kurt O. endoplasmic reticulum
stress markers in SARS-COV-2 infection and pneumonia: case-control
study. In Vivo. (2020) 34 (Suppl. 3):1645–50. doi: 10.21873/invivo.
11956

123. Chen J, Jiang Q, Xia X, Liu K, Yu Z, Tao W. Individual variation of the SARSCoV-2 receptor ACE2 gene expression and regulation. Aging Cell. (2020)
19:e13168. doi: 10.1111/acel.13168
124. Wang K, Chen W, Zhou YS, Lian JQ, Zhang Z, Du P, et al. SARS-CoV-2
invades host cells via a novel route: CD147-spike protein. BioRxiv [preprint].
(2020). doi: 10.1101/2020.03.14.988345
125. Chen Z, Mi L, Xu J, Yu J, Wang X, Jiang J, et al. Function of HAb18G/CD147
in invasion of host cells by severe acute respiratory syndrome coronavirus. J
Infect Dis. (2005) 191:755–60. doi: 10.1086/427811
126. Muramatsu T. Basigin (CD147), a multifunctional transmembrane
glycoprotein with various binding partners. J Biochem. (2016)
159:481–90. doi: 10.1093/jb/mvv127
127. Vanarsdall AL, Pritchard S, Wisner TW, Liu J, Jardetzky TS,
Johnson DC. CD147 promotes entry of pentamer-expressing human
cytomegalovirus into epithelial and endothelial cells. mBio. (2018)
9:e00781–18. doi: 10.1128/mBio.00781-18
128. Xiong L, Edwards CK III, Zhou L. The biological function and clinical
utilization of CD147 in human diseases: a review of the current scientific
literature. Int J Mol Sci. (2014) 15:17411–41. doi: 10.3390/ijms151017411
129. Moheimani F, Koops J, Williams T, Reid AT, Hansbro PM, Wark PA, et al.
Influenza A virus infection dysregulates the expression of microRNA-22
and its targets; CD147 and HDAC4, in epithelium of asthmatics. Respir Res.
(2018) 19:145. doi: 10.1186/s12931-018-0851-7
130. Jouneau S, Khorasani N, Souza PDE, Macedo P, Zhu J,
Bhavsar PK, et al. EMMPRIN (CD147) regulation of MMP9 in bronchial epithelial cells in COPD. Respirology. (2011)
16:705–12. doi: 10.1111/j.1440-1843.2011.01960.x
131. Guillot S, Delaval P, Brinchault G, Caulet-Maugendre S, Depince A,
Lena H, et al. Increased extracellular matrix metalloproteinase inducer
(EMMPRIN) expression in pulmonary fibrosis. Exp Lung Res. (2006) 32:81–
97. doi: 10.1080/01902140600710512
132. Bao W, Min D, Twigg SM, Shackel NA, Warner FJ, Yue DK, et al.
Monocyte CD147 is induced by advanced glycation end products and
high glucose concentration: possible role in diabetic complications.
Am J Physiol Cell Physiol. (2010) 299:C1212–9. doi: 10.1152/ajpcell.002
28.2010
133. Tang W, Hemler ME. Caveolin-1 regulates matrix metalloproteinases-1
induction and CD147/EMMPRIN cell surface clustering. J Biol Chem. (2004)
279:11112–8. doi: 10.1074/jbc.M312947200
134. Sasidhar MV, Chevooru SK, Eickelberg O, Hartung HP, Neuhaus O.
Downregulation of monocytic differentiation via modulation of CD147 by
3-hydroxy-3-methylglutaryl coenzyme a reductase inhibitors. PLoS ONE.
(2017) 12:e0189701. doi: 10.1371/journal.pone.0189701
135. Staffler G, Szekeres A, Schutz GJ, Saemann MD, Prager E, Zeyda
M, et al. Selective inhibition of T cell activation via CD147
through novel modulation of lipid rafts. J Immunol. (2003)
171:1707–14. doi: 10.4049/jimmunol.171.4.1707
136. Kirk P, Wilson MC, Heddle C, Brown MH, Barclay AN, Halestrap AP.
CD147 is tightly associated with lactate transporters MCT1 and MCT4
and facilitates their cell surface expression. EMBO J. (2000) 19:3896–
904. doi: 10.1093/emboj/19.15.3896
137. Su J, Gao T, Jiang M, Wu L, Zeng W, Zhao S, et al. CD147 silencing inhibits
tumor growth by suppressing glucose transport in melanoma. Oncotarget.
(2016) 7:64778–84. doi: 10.18632/oncotarget.11415
138. Huang Q, Li J, Xing J, Li W, Li H, Ke X, et al. CD147 promotes
reprogramming of glucose metabolism and cell proliferation in HCC cells by
inhibiting the p53-dependent signaling pathway. J Hepatol. (2014) 61:859–
66. doi: 10.1016/j.jhep.2014.04.035
139. Ibrahim IM, Abdelmalek DH, Elshahat ME, Elfiky AA. COVID-19 spikehost cell receptor GRP78 binding site prediction. J Infect. (2020) 80:554–
62. doi: 10.1016/j.jinf.2020.02.026
140. Chu H, Chan CM, Zhang X, Wang Y, Yuan S, Zhou J, et al. Middle East
respiratory syndrome coronavirus and bat coronavirus HKU9 both can
utilize GRP78 for attachment onto host cells. J Biol Chem. (2018) 293:11709–
26. doi: 10.1074/jbc.RA118.001897
141. Lee AS. The ER chaperone and signaling regulator GRP78/BiP as
a monitor of endoplasmic reticulum stress. Methods. (2005) 35:373–
81. doi: 10.1016/j.ymeth.2004.10.010

Frontiers in Endocrinology | www.frontiersin.org

12

September 2020 | Volume 11 | Article 582870

Holly et al.

Obesity, Diabetes, Covid-19

161. Wambier CG, Goren A, Vano-Galvan S, Ramos PM, Ossimetha A, Nau G.
Androgen sensitivity gateway to COVID-19 disease severity. Drug Dev Res.
(2020). doi: 10.1002/ddr.21688. [Epub ahead of print].
162. Nakhleh A, Shehadeh N. Glycemic control of type 2 diabetic patients
with coronavirus disease during hospitalization: a proposal for early
insulin therapy. Am J Physiol Endocrinol Metab. (2020) 318:E835–
7. doi: 10.1152/ajpendo.00163.2020
163. Rodrigues-Diez RR, Tejera- Muñoz A, Marquez-Exposito L, Rayego-Mateos
S, Sanchez LS, Marchant V. Statins: could an old friend help the fight against
COVID-19? Br J Pharmacol. (2020). doi: 10.1111/bph.15166. [Epub ahead
of print].

Frontiers in Endocrinology | www.frontiersin.org

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.
Copyright © 2020 Holly, Biernacka, Maskell and Perks. This is an open-access article
distributed under the terms of the Creative Commons Attribution License (CC BY).
The use, distribution or reproduction in other forums is permitted, provided the
original author(s) and the copyright owner(s) are credited and that the original
publication in this journal is cited, in accordance with accepted academic practice.
No use, distribution or reproduction is permitted which does not comply with these
terms.

13

September 2020 | Volume 11 | Article 582870

